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EXTENDED ABSTRACT 

Over the past decade unprecedented blooming of pelagic sargassum has occurred across the Equatorial Atlantic from 
West Africa to the Caribbean. Mass accumulation and decomposition of stranded sargassum has resulted in a plethora of 
management challenges for fisheries, tourism, nearshore coastal eco-systems, public health and the socioeconomic welfare 
of coastal communities (Chávez et al. 2020). In-water harvesting has been suggested as a desirable management solution to 
prevent shoreline inundation. However, pelagic sargassum functions as an important floating ecosystem to a diverse 
assemblage of fauna (Martin et al. 2021). Thus, destruction of the associated biodiversity is a concern and has not been 
adequately examined to assess the potential impacts of in-water harvesting (Oxenford et al. 2021). This needs to be assessed 
in a practical and systematic way, but to date, methods across the Tropical Atlantic have been ad hoc and highly variable 
with no established sampling protocol (Alleyne 2022).  

In this study, we (1) conducted a systematic literature review to identify published scientific methods used to collect 
information on biodiversity associated with pelagic sargassum; and (2) developed a rapid protocol for conducting biodiver-
sity assessments based on trial and error of methods and recommendations from the literature. During the literature review 
22 scientific and environmental databases were searched to identify primary studies focused on biodiversity of sargassum 
communities. Key search phrases: ‘Sargassum AND Biodiversity’, ‘Sargassum AND Faunal Communities’, ‘Sargasso Sea 
AND Faunal Communities’, ‘Sargassum AND Fauna’ and ‘Sargasso Sea AND Biodiversity’, were used to identify relevant 
articles. Full details of the methodology used to identify and select articles during the review process is described in Alleyne 
(2022).  

Following the review process, methods used to collect information on epiphytes (i.e., hydroids, bryozoans, tube worms, 
epiphytic algae), clinging fauna (i.e., amphipods, shrimps, crabs, flatworms, sargassum frogfish, sea turtle hatchlings), and 
free-swimming fauna (i.e., Fishes, sea turtles) associated with pelagic sargassum were subsequently tested in the field. 
Within the reviewed literature (30 articles), a variety of nets, hook and line, video recordings, bare-handed collections and 
collection of fauna with plastic bags were used to collect organisms associated with pelagic sargassum (Figure 1). Overall, 
nets were utilized across the majority of studies (93%; 28 articles) with hand-operated nets being the predominant net type. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Figure 1.  Methods used across studies (n=30) to assess various types of epiphytic fauna, clinging fauna and free-
swimming fauna associated with pelagic sargassum  
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During field testing, efforts focused on the evaluation of 
net, video and hand collections. The most appropriate 
methods for collecting information on organisms across the 
three biodiversity groups were then used to develop a 
simple sargassum monitoring protocol (Alleyne et al. 
2022). This protocol provides detailed step by step, easy to 
follow instructions on how to: (1) select the target biodi-
versity group; (2) conduct net sampling; (3) conduct video 
sampling; (4) separate organisms from the sargassum; and 
quantify biodiversity across the three groups. Additionally, 
the protocol identifies manuals that can be used to aid in 
the identification of collected biodiversity and outlines 
steps for preserving organisms until they can be accurately 
identified. This protocol is intended for use by anyone 
interested in tracking the variability in the biodiversity 
associated with incoming sargassum mats over space and 
time. 
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